Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.033; wR factor = 0.068; data-to-parameter ratio = 23.1.
Hydrogen-bond geometry (Å , ). Symmetry codes: (i) x þ 1; Ày þ 3 2 ; z À 1 2 ; (ii) x À 1; Ày þ 3 2 ; z þ 1 2 ; (iii) x þ 1; y; z; (iv) Àx þ 1; y À 1 2 ; Àz þ 1 2 .
Data collection: APEX2 (Bruker, 2009); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009). HKF and CWO thank Universiti Sains Malaysia (USM) for a Research University Grant (No. 1001/PFIZIK/811160). CWO also thanks the Malaysian Goverment and USM for the award of the post of Research Officer under Research University Grant No. 1001/PFIZIK/811160. BN thanks UGC, New Delhi, and the Government of India for the purchase of chemicals through the SAP-DRS Phase 1 programme.
The bond lengths and angles are comparable to those in a related structure (Fun et al., 2012b) .
In the crystal (Fig. 2) , the molecules are linked via N2A-H1N2···N1B, N2B-H2N2···N1A, C3A-H3AA···O1B and C10A-H10A···O1A hydrogen bonds (Table 1) into a three-dimensional network. The crystal structure also features weak π-π interactions between bromo-substituted benzene rings (C8A-C13A and C8B-C13B) [centroid-centroid distance = 3.6829 (12) Å; x, 3/2 -y, -1/2 + z].
Experimental 4-Bromophenylacetic acid (0.213 g, 1 mmol), 2-amino-5-methylpyridine (0.108 g, 1 mmol) and 1-ethyl-3-(3-dimethylaminopropyl)-carbodiimide hydrochloride (1.0 g, 0.01 mol) were dissolved in dichloromethane (20 ml). The mixture was stirred in presence of triethylamine at 273 K for about 3 h. The contents were poured into 100 ml of ice-cold aqueous hydrochloric acid with stirring which was extracted thrice with dichloromethane. Organic layer was washed with saturated NaHCO 3 solution and brine solution, dried and concentrated under reduced pressure to give the title compound (I). Colourless blocks were grown from dichloromethane solution by the slow evaporation method (m.p. 459-461 K).
Refinement
H1N2 and H2N2 atoms were located from the difference map and were fixed at their found positions with U iso (H) = 1.2 U eq (N). [N-H = 0.8222 and 0.8358 Å]. The remaining H atoms were positioned geometrically [C-H = 0.9500, 0.9800 and 0.9900 Å] with U iso (H) = 1.2 or 1.5U eq (C). A rotating group model was applied to the methyl groups.In the final refinement, two outliers (500) and (002) were omitted. The molecular structure of the title compound, showing 50% probability displacement ellipsoids. Intramolecular hydrogen bonds are shown as dashed lines.
Computing details

Figure 2
The crystal packing of the title compound, viewed along the a axis. H atoms not involved in the intermolecular interactions (dashed lines) have been omitted for clarity. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
2-(4-Bromophenyl)-N-(5-methylpyridin-2-yl)acetamide
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) Br1A 0.01468 (9) 0.04023 (14) 0.01992 (9) −0.00378 (9) 0.00632 (7) −0.00040 (9) O1A 0.0213 (7) 0.0316 (9) 0.0176 (6) 0.0071 (6) 0.0048 (5) −0.0048 (6) N1A 0.0160 (7) 0.0188 (9) 0.0158 (7) 0.0023 (7) 0.0063 (6) 0.0012 (6) N2A 0.0140 (7) 0.0203 (9) 0.0122 (7) 0.0003 (7) 0.0041 (6) −0.0015 (6) C1A 0.0177 (9) 0.0193 (11) 0.0185 (8) 0.0039 (8) 0.0088 (7) 0.0017 (7) C2A 0.0158 (9) 0.0173 (11) 0.0176 (8) 0.0003 (8) 0.0051 (7) 0.0038 (7) C3A 0.0188 (9) 0.0204 (11) 0.0148 (8) −0.0016 (8) 0.0045 (7) 0.0002 (7) C4A 0.0186 (9) 0.0193 (11) 0.0157 (8) 0.0018 (8) 0.0066 (7) −0.0007 (7) C5A 0.0148 (8) 0.0153 (10) 0.0156 (8) −0.0013 (7) 0.0058 (7) 0.0002 (7) C6A 0.0148 (8) 0.0159 (10) 0.0187 (8) −0.0004 (7) 0.0068 (7) 0.0010 (7) C7A 0.0167 (9) 0.0212 (11) 0.0169 (8) 0.0042 (8) 0.0058 (7) 0.0034 (7) C8A 0.0124 (8) 0.0188 (11) 0.0142 (8) 0.0019 (7) 0.0031 (7) 0.0010 (7) 0.0186 (9) 0.0140 (11) 0.0218 (9) −0.0012 (8) 0.0056 (7) −0.0003 (7) C14A 0.0207 (10) 0.0280 (13) 0.0227 (9) 0.0080 (9) 0.0048 (8) 0.0043 (9) Br1B 0.01786 (10) 0.03056 (13) 0.02292 (10) 0.00614 (9) 0.00664 (7) −0.00641 (8) O1B
0.0181 (7) 0.0362 (10) 0.0154 (6) 0.0040 (6) 0.0063 (5) −0.0024 (6) N1B 0.0140 (7) 0.0177 (9) 0.0145 (7) 0.0014 (6) 0.0047 (6) 0.0001 (6) N2B 0.0137 (7) 0.0205 (9) 0.0119 (6) 0.0017 (6) 0.0037 (6) 0.0000 (6) C1B 0.0158 (9) 0.0181 (11) 0.0179 (8) 0.0014 (7) 0.0068 (7) 0.0016 (7) C2B 0.0149 (9) 0.0141 (10) 0.0177 (8) 0.0015 (7) 0.0027 (7) 0.0006 (7) C3B 0.0205 (9) 0.0148 (10) 0.0127 (8) −0.0002 (8) 0.0025 (7) 0.0014 (7) C4B 0.0181 (9) 0.0142 (10) 0.0144 (8) 0.0005 (7) 0.0058 (7) 0.0004 (7) C5B 0.0131 (8) 0.0125 (10) 0.0160 (8) 0.0012 (7) 0.0036 (7) 0.0003 (7) C6B 0.0152 (9) 0.0164 (10) 0.0171 (8) 0.0015 (7) 0.0054 (7) 0.0005 (7) Symmetry codes: (i) x+1, −y+3/2, z−1/2; (ii) x−1, −y+3/2, z+1/2; (iii) x+1, y, z; (iv) −x+1, y−1/2, −z+1/2.
